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<210> 


1 


<211> 


430 


<212> 


PRT 


<213> 


Lycopersicon esculentum 


<400> 


1 


Met Gly Ser Glu Lys Met Met Lys 


1 


5 



10 15 

Val Lys Pro Ser Lys Pro Thr Pro Thr Lys Arg lie Trp Ser Ser Asn 
20 2 5 30 

Leu Asp Leu He Val Gly Arg He His Leu Leu Thr Val Tyr Phe Tyr 
35 40 45 

Lys Pro Asn Gly Ser Ser Asn Phe Phe Asp Asn Lys Val He Lys Glu 
50 " 55 60 

Ala Leu Ser Asn Val Leu Val Ser Phe Tyr Pro Met Ala Gly Arg Leu 
65 70 75 80 

Gly Arg Asp Glu Gin Gly Arg He Glu Val Asn Cys Asn Gly Glu Gly 
85 90 95 

Val Leu Phe Val Glu Ala Glu Ser Asp Ser Cys Val Asp Asp Phe Gly 
100 105 110 

Asp Phe Thr Pro Ser Leu Glu Leu Arg Lys Leu He Pro Ser Val Glu 
115 120 125 

Thr Ser Gly Asp He Ser Thr Phe Pro Leu Val He Phe Gin He Thr 
130 135 140 



Arg Phe Lys Cys Gly Gly Val Ala Leu Gly Gly Gly Val Phe His Thr 
145 150 155 160 



Leu Ser Asp Gly Leu Ser Ser lie His Phe lie Asn Thr Trp Ser Asp 
165 170 175 

lie Ala Arg Gly Leu Ser Val Ala Val Pro Pro Phe lie Asp Arg Thr 
180 185 190 

Leu Leu Arg Ala Arg Asp Pro Pro Thr Tyr Ser Phe Glu His Val Glu 
195 200 205 

Tyr His Pro Pro Pro Thr Leu Asn Ser Ser Lys Asn Arg Glu Ser Ser 
210 215 220 

Thr Thr Thr Met Leu Lys Phe Ser Ser Glu Gin Leu Gly Leu Leu Lys 
225 230 235 240 

Ser Lys Ser Lys Asn Glu Gly Ser Thr Tyr Glu lie Leu Ala Ala His 
245 * 250 255 

lie Trp Arg Cys Thr Cys Lys Ala Arg Gly Leu Pro Glu Asp Gin Leu 
260 " * 265 ' 270 

Thr Lys Leu His Val Ala Thr Asp Gly Arg Ser Arg Leu Cys Pro Pro 
2 75 280 285 

Leu Pro Pro Gly Tyr Leu Gly Asn Val Val Phe Thr Ala Thr Pro lie 
290 295 300 

Ala Lys Ser Cys Glu Leu Gin Ser Glu Pro Leu Thr Asn Ser Val Lys 
305 310 315 320 

Arg lie His Asn Glu Leu lie Lys Met Asp Asp Asn Tyr Leu Arg Ser 
325 330 ^ 335 

Ala Leu Asp Tyr Leu Glu Leu Gin Pro Asp Leu Ser Thr Leu lie Arg 
340 345 " 350 

Gly Pro Ala Tyr Phe Ala Ser Pro Asn Leu Asn lie Asn Ser Trp Thr 
355 360 365 

Arg Leu Pro Val His Glu Cys Asp Phe Gly Trp Gly Arg Pro lie His 
370 375 380 

Met Gly Pro Ala Cys lie Leu Tyr Glu Gly Thr lie Tyr lie lie Pro 
385 390 395 400 

Ser Pro Asn Ser Lys Asp Arg Asn Leu Arg Leu Ala Val Cys Leu Asp 
405 410 415 

Ala Gly His Met Ser Leu Phe Glu Lys Tyr Leu Tyr Glu Leu 
420 425 430 



3 



<210> 2 
<211> 436 
<212> PRT 

<213> Nicotiana tabacum 
<400> 2 

Met Gly Ser Glu Lys Met Met Lys lie Asn lie Lys Glu Ser Thr Leu 
15 10 15 

Val Lys Pro Ser Lys Pro Thr Pro Thr Lys Arg Leu Trp Ser Ser Asn 
20 25 30 

Leu Asp Leu lie Val Gly Arg lie His Leu Leu Thr Val Tyr Phe Tyr 
35 40 45 

Lys Pro Asn Gly Ser Ser Asn Phe Phe Asp Ser Lys lie Met Lys Glu 
50 55 60 

Ala Leu Ser Asn Val Leu Val Ser Phe Tyr Pro Met Ala Gly Arg Leu 
65 70 ~ 75 80 

Ala Arg Asp Glu Gin Gly Arg lie Glu lie Asn Cys Asn Gly Glu Gly 
85 90 95 

Val Leu Phe Val Glu Ala Glu Ser Asp Ala Phe Val Asp Asp Phe Gly 
100 105 110 

Asp Phe Thr Pro Ser Leu Glu Leu Arg Lys Leu lie Pro Thr Val Asp 
115 120 125 

Thr Ser Gly Asp lie Ser Thr Phe Pro Leu lie lie Phe Gin Val Thr 
130 135 140 

Arg Phe Lys Cys Gly Gly Val Ser Leu Gly Gly Gly Val Phe His Thr 
145 150 155 160 

Leu Ser Asp Gly Leu Ser Ser lie His Phe lie Asn Thr Trp Ser Asp 
165 170 175 

lie Ala Arg Gly Leu Ser Val Ala lie Pro Pro Phe lie Asp Arg Thr 
180 185 190 

Leu Leu Arg Ala Arg Asp Pro Pro Thr Ser Ser Phe Glu His Val Glu 
195 200 205 

Tyr His Pro Pro Pro Ser Leu lie Ser Ser Ser Lys Ser Leu Glu Ser 
210 215 220 



Thr Ser Pro Lys Pro Ser Thr Thr Thr Met Leu Lys Phe Ser Ser Asp 
225 230 235 240 



4 



Gin Leu Gly Leu Leu Lys Ser Lys Ser Lys His Asp Gly Ser Thr Tyr 
245 250 255 

Glu lie Leu Ala Ala His lie Trp Arg Cys Thr Cys Lys Ala Arg Ala 
260 265 270 

Leu Ser Asp Asp Gin Leu Thr Lys Leu His Val Ala Thr Asp Gly Arg 
275 280 285 

Ser Arg Leu Cys Pro Pro Leu Pro Pro Gly Tyr Leu Gly Asn Val Val 
290 295 300 

Phe Thr Gly Thr Pro Met Ala Lys Ser Ser Glu Leu Leu Gin Glu Pro 
305 " 310 315 320 

Leu Thr Asn Ser Ala Lys Arg lie His Ser Ala Leu Ser Lys Met Asp 
325 330 335 

Asp Asn Tyr Leu Arg Ser Ala Leu Asp Tyr Leu Glu Leu Leu Pro Asp 
340 345 350 

Leu Ser Ala Leu lie Arg Gly Pro Thr Tyr Phe Ala Ser Pro Asn Leu 
355 360 365 

Asn lie Asn Ser Trp Thr Arg Leu Pro Val His Asp Ser Asp Phe Gly 
370 375 380 

Trp Gly Arg Pro lie His Met Gly Pro Ala Cys lie Leu Tyr Glu Gly 
385 A 390 " 395 400 

Thr Val Tyr lie Leu Pro Ser Pro Asn Ser Lys Asp Arg Asn Leu Arg 
405 410 415 

Leu Ala Val Cys Leu Asp Ala Asp His Met Pro Leu Phe Glu Lys Tyr 
420 425 430 

Leu Tyr Glu Phe 
435 

<210> 3 
<211> 1456 
<212> DNA 

<213> Nicotiana tabacum 
<400> 3 

atgggaagtg aaaaaatgat gaaaattaat atcaaggaat caacattagt aaaaccatca 60 
aaaccaacac caacaaaaag actttggagt tctaacttag atttaatagt gggaagaatt 120 
catcttttaa cagtatattt ctataaacca aatggatctt caaatttctt tgattcaaaa 180 
ataatgaaag aagcattaag taatgttctt gtttcatttt acccaatggc tggaagatta 240 
gctagagatg aacaaggaag aattgagata aattgtaatg gagaaggagt tttatttgtt 300 



5 



gaagctgaaa 


gtgatgcttt 


tgttgatgat 


tt uggrgaLu 


4- 4— /"*4- "ti ^» 
LLdL-LLLady 


4-4-4- f~r *~i a 0 <^ 4- 4- 

u u uy y ddu i- «— 


360 


aggaaactta 


ttcctactgt 


tgacacttct 


ggtgatattt 


ctactttccc 


/*— » ^-^ 4— ^ 4- 4— 
CCtCdL Cdtt. 


■* ^ \j 


tttcaggtta 


ctcgtttcaa 


atgtggt gga 


gtttcacttg 


gtggaggagt 


— % 4- 4— f~\ ^ /— * 4— 


ARC) 


ttatcagatg 


gtctctcatc 


aatt cactt c 


at caacacat 


gguccgauat. 


agcccgaggc 


3 •* \j 


ctctccgtcg 


ccatcccgcc 


gttcatcgac 


cggaccctcc 


4- <-» ^ /t4- /"^ ^ s f^t^t 

tCCytyCaCy 




600 


acatcgtctt 


tcgagcacgt 


cgagtat cat 


cc t cctccat 


^t-rt-aaf f f r 


a+" paf* pa a aa 
ctUV/dUL>aaaa 


660 


agcttagaat 


ccact agccc 


aaagcccagu 


accacaacca 


Cy l L aaaa L l_ 


L LL uay L.y aL. 


720 


caacttgggc 


ttctaaagtc 


caaguccaaa 


cauganggua 




ddLUL LL-Ljcy 


780 


gcccatattt 


ggcgttgcac 


gtgcaaggca 


cgt gcactgt 


CCydCyaLCd 


dULydUCddd 


840 


ttacatgtgg 


ccactgatgg 


t aggtct agg 


ctttgccctc 


ctLtgccacc 


--^ —.4— 4— 4— 4— *n 

agyT-LdCuta 


Z? \J \J 


ggaaatgttg 


tgttcacagg 


cacacctatg 


gcaaaatcaa 


gtgaact ttt 


acaagaacca 


q fin 


ttgacaaatt 


cagccaagag 


aattcat agt 


gcattatcaa 


aaatggatga 


caatt acct a 




agatcagctc 


tcgattacct 


cgaatt actg 


cccgatttat 


cggcttt aat 


ccguggaccg 


1UOU 


acgtactttg 


ctagccctaa 


tcttaatatt 


aatagttgga 


ct agattgcc 


LgtuCduydL 


1 1 4.D 


_i_--__--__4_4-4_4_ 

tcagattttg 


gatggggaag 


z^t /«» «-\ a4- 4- n af- 
yCCddLLC QL 




f 1- 4- rt r* a +■ -1- -h t- 


auaL.yactyyy 


1200 


acagtttata 


tattgccaag 


tccaaatagt 


aaagatagga 


acttgcgttt 


ggctgtttgt 


1260 


ttagatgctg 


atcacatgcc 


actatttgag 


aagtatttgt 


atgaattttg 


agaggttgaa 


1320 


aaaaaaatca 


agaatgttcc 


aacacttgag 


aattatctta 


ggtgtgggtg 


gttttggatt 


1380 


aaggcatttt 


gtaacttgtt 


ttctattgtt 


tttttggggg 


gtcagtttgt 


tttcaaaaaa 


1440 


aaaaaaaaaa 


aaaaaa 










1456 



<210> 4 
<211> 1293 
<212> DNA 

<213> Lycopersicon esculentum 
<400> 4 

atgggaagtg aaaaaatgat gaaaattaat atcaaagaat caacactagt gaaaccatca 60 

aaaccaacac caacaaagag aatttggagt tctaatttgg atttaattgt tggaagaatt 120 

catcttttga ctgtttattt ttataaacca aatggatctt caaatttttt tgataataaa 180 

gttattaaag aagcattaag taatgtttta gtttcatttt atccaatggc tggaagatta 240 

ggtagggatg aacaaggtag aattgaagtt aattgtaatg gtgaaggtgt tttgtttgtt 300 

gaggctgaaa gtgattcatg tgttgatgat tttggtgatt ttacaccatc tttggaactt 360 

agaaaactca ttccaagtgt tgaaacctct ggagatatct caactttccc actagttata 420 

tttcagatta ctcgtttcaa gtgtggcgga gtcgctcttg gtggtggagt attccacacg 480 

ttatccgatg gtctctcatc catccacttc atcaacacgt ggtcggacat cgcccgtggc 540 

ctctccgtcg cagtcccgcc gttcatcgat cggacgctcc tccgtgcaag ggacccaccg 600 

acatattctt tcgagcacgt tgagtaccat cctccaccta ccctaaactc atcgaaaaat 660 



f /T 3 f? ^ /"* O ^ 

cy ay v_ o a. 


gtaccacgac 


catgttgaaa 


ttctcgagtg 


aacaactcgg 


gcttcttaag 


720 


LCCaay ttta 


saaataaoao 


tagcacctat 


gaaatcctcg 


cagcccatat 


ttggcgatgc 


780 


acytgcaagg 


CX w VJ \— y C* I— • 


occaaaaoat 

\-4 V—* v*> c&y^ o w 


caattgacca 


aattacacgt 


ggccaccgac 


840 


ggaaggtcaa 


y y L, U LLLjLLL 




i— \— y »j y i- cl \* \^ 


taggaaacgt 


cgtgttcacg 


900 


gcaaccccaa 


Lay L LaaaLL 


a i— v»> y ci cl ^ v— 


caatcagagc 


cgttgacaaa 


ttccgtcaag 


960 




a v-j civ-j *— a i— 


caaaatggac 


gacaatt acc 


taagatcagc 


actggattac 


1020 


ctcgaattac 


aacctgattt 


atcaacccta 


attcggggcc 


cggcttactt 


ugctagccct 


J. UOU 


aacctcaata 


ttaatagttg 


gactaggttg 


cctgtccatg 


agtgtgattt 


tggatggggt 


1140 


aggccaattc 


atatgggacc 


agcttgcatt 


ttatatgaag 


ggacaattta 


tattatacca 


1200 


agtccaaatt 


ctaaagatag 


gaacttgcgt 


ttggctgttt 


gtctagatgc 


tggtcacatg 


1260 


tcactatttg 


aaaaatattt 


atatgaatta 


tga 






1293 



<210> 5 

<211> 35 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Oligonucleotide 
<400> 5 

gactcgagtc gacatcgatt tttttttttt ttttt 



35 



<210> 6 

<211> 35 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Oligonucleotide 



<400> 6 

ccatgggaag tgaaaaaatg atgaaaatta atatc 



35 



<210> 7 

<211> 35 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Oligonucleotide 
<400> 7 

ggatcctcat aattcatata aatatttttc aaata 



35 



<210> 8 

<211> 29 

<212> DNA 

<213> Artificial sequence 



<220> 

<2 23> Oligonucleotide 



<400> 8 

gagcacgtcg agtatcatcc tcctccatc 



<210> 9 

<211> 32 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Oligonucleotide 

<400> 9 

ctaatttcat catcaaaaag cttagaatcc ac 



<210> 10 

<211> 17 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Oligonucleotide 

<400> 10 

gactcgagtc gacatcg 



<210> 11 

<211> 32 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Oligonucleotide 

<400> 11 

gtggattcta agctttttga tgatgaaatt ag 



<210> 12 

<211> 53 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Oligonucleotide 

<400> 12 

ggggacaagt ttgtacaaaa aagcaggctc agattactcg tttcaagtgt ggc 

<210> 13 

<211> 54 

<212> DNA 

<213> Artificial sequence 
<220> 

<2 2 3 > Ol igonu c 1 eot ide 

<400> 13 

ggggaccact ttgtacaaga aagctgggtt gataaatcag gttgtaattc gagg 



<210> 14 

<211> 51 

<212> DNA 

<213> Artificial 



sequence 



8 



<220> 

<223> Oligonucleotide 
<400> 14 

ggggacaagt ttgtacaaaa aagcaggctc aaatgtggtg gagtttcact g 



<210> 15 

<211> 51 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Oligonucleotide 

<400> 15 

ggggaccact ttgtacaaga aagctgggtc gggcagtaat tcgaggtaat c 



<210> 16 

<211> 5 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Motif 

<400> 16 

Asp Phe Gly Trp Gly 
1 5 



<210> 17 

<211> 4 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Consensus sequence of the CoA-transf erase family 

<400> 17 

Ser Asn Leu Asp 
1 



<210> 18 

<211> 4 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Consensus sequence of the CoA-transf erase family 

<400> 18 

Ala Gly Arg Leu 
1 



<210> 19 

<211> 4 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Consensus sequence of the CoA-transf erase family 



9 



<400> 19 

Phe Val Glu Ala 
1 



<210> 20 

<211> 5 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Consensus sequence of the CoA-transf erase family 

<400> 20 

Phe Lys Cys Gly Gly 
1 ' 5 



<210> 21 

<211> 4 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Consensus sequence of the CoA-transf erase family 

<400> 21 

Arg Ser Arg Leu 
1 



<210> 22 

<211> 4 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Consensus sequence of the CoA-transf erase family 

<400> 22 

Pro Pro Leu Pro 
1 



<210> 23 

<211> 4 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Consensus sequence of the CoA-transf erase family 

<400> 23 



Tyr Leu Arg Ser 
1 



